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SUPPLEMENTAL DNA REPORT III '

EVIDENCE EXAMINED
CONTINUED:

#57-1S3  Swabbing — trigger area of Sig Sauer handgun

#57-2S1  Swabbing — Mec-Gar magazine

#57-3S1  Swabbing — twenty cartridges from Mec-Gar magazine
#13-S2 Known blood, N. Lanza

#14 Swabbing from liver — A. Lanza

RESULTS OF EXAMINATION:

1.  DNA was previously extracted and analyzed from item #13-S2 and submission #14 (see
DNA Report dated 02/01/13). DNA was extracted from items #56-1S1, #56-1S2, #56-1S3,
#56-251, #56-351, #56-4S1, #57-1S1, #57-182, #57-183, #57-251, and #57-3S1. DNA was
purified according to standard laboratory protocols. A

2A. Extracted material obtained from items #56-1S1, #56-182, #56-1S3, #56-2S1, #56-3S1,
#56-4S1, #57-181, #57-1S2, #57-1S3, #57-251, and #57-3S1 was amplified by the AmpFISTR
Identifiler Plus procedure as described in laboratory protocols. STR alleles were separated and

detected by standard laboratory protocols. Insufficient amplification products were detected from

items #56-4S1 and #57-3S1 to generate DNA profiles, therefore, no comparisons could be made
for these items.

2B. The following results were obtained on the amplified items:

Jdentifiler / Idenifiler Plus Alleles Detected

Item # | D8S1179 D21S11 D7S820 | CSFIPO | D3S1358 | THOl | DI3S317 | D16S539 | D2S1338
56-1S1 | 8,13,* | 28,30.2,32.2,* | 10,11 | 10,12,13,* | 14,15,16, | 5,6,7,9.3,% | 11,12 12,13 17,
17,18
56-1S2 | 8,10,13 302312, | 9,10,11 | 10,12,13 | 14,16, | 5,6,7,9.3 11,12 12,13 17
. 32.0%

56-1S3 | 8,10,11,13 | 28,30.2,31, 10,11 | 10,11,12, | 14,15,16, | 6,793 11,12 12,13 17,24
322 13 17 A

56-251 * * NR NR NR 6 * NR NR

56-351 | 8,13,14,* | 28,30,30.2, | 8,10,11,| 10,13 14,15,16, | 6,7,0.93,% | 11,12,13,% | 12,13,* 17,22
32.2,% 12 18 ,

57-1S1 | 8,13,14,15 | 30,30.2,31, | 9,10,11 | 10,12,13 | 14,15,16, | 6,7,9,93 | 11,12,13 | 9,12,13 17,19
32.2 18 ‘

57-152 | 8,13,14 30.2,32.2 10,11 10,13 14,16,* 6,7,9.3 11,12 11,12,13 17

57-1S3 8,13 30.2,32.2 * NR 14 6,* * * 17

57-2S1 | 8,13.* 29302322 | 10,11 | 10,12,13 | 14,16,* 6,7,9 11,12,% 12,13 17

13-S2 13,15 29322 10 10,11 15,16 6,7 9,11 12,13 17,22

14 8,13 30.2,32.2 10,11 10,13 14,16 6,7 11,12 12,13 17

* = additional minor peak(s) detected.
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SUPPLEMENTAL DNA REPORT II1

RESULTS OF

EXAMINATION

CONTINUED:

Identifiler / Idenifiler Plus Alleles Detected

Ttem # D19S433 vWA TPOX D18S51 AMEL D5S818 FGA
56-1S1 13,14,15,15.2 14 8,11,12 13,16,17 XY 11,12 20,21,22.23
56-182 13,14,15.2 14,18 8,11,12 13,17 XY 12 20,23 *
56-1S3 13,14,14.2,15.2 % 14,16,17,18 | 8,11,12 12,13,17 XY 10,1112 | 20.21,2223
56-281 * * NR NR * NR * )
56-381 11,12,13,14,152. % 14,17 8,11,12 13,15 XY 11,12,13 20,23,%
57-181 12,13,14,15.2,* 14,17,18 §,11,12 13,16,17 XY 12,13,14 20,23,24
57-182 12,13,15.2 14.% 8,11,12 13,17 XY 12 20,23 %
57-183 13,15.2.%* 14 * * * * *
57-281 13,152 14 8,11,12 13,17 XY 12 . 20,23
13-S2 14,15.2 14,19 8,12 11,17 X 11,12 ’ 21,23

14 13,152 14 11,12 13,17 XY 12 20,23

* = additional minor peak(s) detected. = NR = No Results.

3. Ttems #56-151, #56-1S2, #56-1S3, #56-2S1, #56-3S1, #56-451, #57-1S1, #57-1S2,
#57-183, #57-2S1, and #57-3S1 were consumed in testing.

CONCLUSIONS:

4.  The results demonstrate that items #56-1S2 (swabbing — grip area on slide of Glock
handgun), #57-152 (swabbing — grip area on slide of Sig Sauer handgun), and #57-2S1
(swabbing — Mec-Gar magazine) are mixtures. A. Lanza (submission #14) is included as a
contributor to the DNA profiles from items #56-152, #57-1S2, and #57-2S1. The expected
frequency of individuals who could be a contributor to the DNA profiles from items #56-1S2,
#57-1S2, and #57-281 is less than 1 in 7 billion in the African American, Caucasian, and
Hispanic populations.

5. The results demonstrate that item #56-1S1 (swabbing- handle of Glock handgun) is a
mixture. A. Lanza (submission #14) is included as a contributor to the DNA profile from item
#56-1S1. The expected frequency of individuals who could be a contributor to the DNA profile
from item #56-1S1 is less than 1 in 7 billion in the African American and Hispanic populations
and approximately 1 in 4.0 billion in the Caucasian population.
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SUPPLEMENTAL DNA REPORT III

CONCLUSIONS
CONTINUED:

6.  Theresults demonstrate that item #56-1S3 (swabbing — trigger area of Glock handgun) is a
mixture. A. Lanza (submission #14) is included as a contributor to the DNA profile from item
#56-153. The expected frequency of individuals who could be a contributor to the DNA profile
from item #56-1S3 is approximately 1 in 1.4 billion in the African American population,
approximately 1 in 5 million in the Caucasian population, and approximately 1 in 57 million in
the Hispanic population.

7.  Insufficient amplification products were detected from item #56-2S1 (swabbing — cartridge
from chamber of Glock) for comparison to the known DNA profile of A. Lanza (submission

#14).

8. The results demonstrate that item #56-3S1 (swabbing — Glock magazine) is a mixture.

A. Lanza (submission #14) cannot be eliminated as a contributor to the DNA profile from item
#56-3S1. The expected frequency of individuals who cannot be eliminated as a contributor to
the DNA profile (at all loci tested except D18S51) from item #56-3S1 is approximately 1 in 350
million in the African American population, approximately 1 in 14 million in the Caucasian
population, and approximately 1 in 63 million in the Hispanic population.

9.  The results demonstrate that item #57-1S1 (swabbing — handle of Sig Sauer handgun) is a
mixture. A. Lanza (submission #14) is included as a contributor to the DNA profile from item
#57-1S1. The expected frequency of individuals who could be a contributor to the DNA profile
from item #57-1S1 is approximately 1 in 85 million in the African American population,
approximately 1 in 10 million in the Caucasian population, and approximately 1 in 15 million in
the Hispanic population. oo

10. The results are consistent with item #57-1S3 (swabbing — trigger area of Sig Sauer
handgun) being a mixture. A. Lanza (submission #14) cannot be eliminated as a contributor to
the DNA profile from item #57-1S3. The expected frequency of individuals who cannot be
eliminated as a contributor to the DNA profile (at loci D8S1179, D21S11, D19S433, and vWA)
from item #57-1S3 is approximately 1 in 17 million in the African American population,
approximately 1 in 900,000 in the Caucasian population, and approximately 1 in 1 million in the
Hispanic population.
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SUPPLEMENTAL DNA REPORT III

CONCLUSIONS
CONTINUED:

11. The results eliminate N. Lanza (item #13-S2) as the source of, or contributor to, the DNA
profiles from items #56-1S1, #56-1S2, #56-1S3, #56-251, #56-3S1, #57-1S1, #57-1S2, #57-183,
#57-2S1.

This report reflects the test results, conclusions, interpretations, and/or the findings of the
analyst as indicated by their signature below.

///?/\%/4 o 7. W :
/llgg'vf./ Carita (Knalyst) : Kristin M. Sasinouski (TecMcal Reviewer)

orensic Science Examiner 1 Forensic Science Examiner 1
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